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Differential Gene Expression Analysis

Differences between space-flown and ground control mice in
the data set were drawn through Jupyter notebook’s differential
gene analaysis, conducted with python’s implementation of
DESeqg2. We used Principal Component Analysis (PCA) and
Volcano plots to visualize differential gene expression. We used
ShinyGo’s KEG analysis, DAVID, and STRING to evaluate enriched
pathways and identify protein function.

Figure 7: Depiction of our hypothesis’ line of reasoning.




